Figure lA 

1 CGGCACGAGGGCATGGGGCGGCTGGTTCTGCTGTG^ 60 
1 MGRLVLLWGAAVFLLG 16 



6 1 GGCTGGATGGCTTTGGGGCJ^GGAGGAGa«XAGAA^ 120 
17GWMALGQGGAAEGVQIQIIY 36 



121 TTCAATTTAGAAACCGTGCAGGTGACATGGAATGCCAGCA^ 180 
37FNLETVQVTWNASKYS RTNL 56- 



181 ACTTTCCACTACAGATTCAAaSGTGATGAGGCCTAT^ 240 
57TFHYRFNGDEAyDQCTNYLL 76 



241 CAGGAAGGTCACACrTCGGGGTGCCTCCTAGACGCAGAGC^ 300 
77QEGHTSGCLLDAEQRDDILY' 96 



301 TTCTCCATCAGGAATGGGACGCACCCCGTTTTCACa^^ 360 
97FSIRNGTHPVFTASRWMVYY 116 



361 CTGAAACCCAGTTCCCCGAAGCACGTGAGATTTTCGTGC^ 420 
117LKPSSPKHVRFSWHQDAVTV 136 



42 1 ACGTGTTCTGACCTGTCCTACGGGGATCTCCT^ 480 
137 TCSDLSYGDLLYEVQYRSPF 156 



481 GACACCGAGTGGCAGTCCAAACAGGAAAATACCTGCAACGT^ 540 
157DTEWQSKQENTCNVTIEGL D 176 



541 GCCGAGAAGTCTTACTCTTTCTGGGTCAGGGT^ 600 
177 AEKCYSFWVRVKAMEDVYGP 196 



601 GACACATACCCAAGCGACTGGTCAGAGGTGACATGCTGGCAGAGAGGCG^ 660 
197DTYPSDWSEVTCWQRGEIRD 216 



661 GCCTGTGCAGAGACACCAACGCCrCCCAAACCAAAGCTGTCC^^ 720 
217ACAETPTPPKPKLSKFILIS 236 



721 AGCCTGGCCATCCTTCTGATGGTGTCTCTC 780 
237 SLAILLMVSLLLLSLWKLWR 256 



781 GTGAAGAAGTTTCTCATTCCCAGCGTGCCAGACCCC^^ 840 
2S7VKKFLIPSVPDPKSIFPGLF 276 



841 GAGATiWIACCAAGGGAACTTCCAGGAGTGGATCA^^ 900 
277 EI HQGNFQEWITDTQNVAHL 296 




Figure IB 



901 CACAAGATGGCAGGTGCAGAGCAJUSAA^ 960 
297 HKMAGAEQESGPEEPLVVQL 316 



961 GCCAAGACTGAi«X:CX3AGTCTCXXAGGAT^^ 1020 

317 AKTEAESPRMLDPQTEEKEA 336 

1021 TCKyXXSGaTCCCTCCaGCTrCCCCa^ 1080 

337 SGGSLQL PHQ PLQGGDVVT I 356 



1081 GGGGGCTTCACCOTTGTGATGAATGACCGCTCCTACGTG^ 1140 
357 GGFTFVMNDRSYVAL * 372 



1141 TGTCAAAGTCAACGTCAGGATCCACGT:TGACATTTAAAGAC^ 1200 



1201 ACTCGACACCACCATGGATGGGAAGTCTCCACGCCAATGATGGTiWS^ 1260 



1261 GAAGACCCAGCCTCACCGCCTAATGCGGCCACTGCCCTGCTAACTT^ 1320 



1321 CTCTGTGTTCAAAGGCTTGATGGCAGATGGGAGCCAATTG^ 1380 



1381 GTTCCTTTTCGTGCCTGAACGTTGTCACATAAACCCC^^ 1440 



1501 TGGATTCTCGGAGGATTTTTTGTCTGTTT^ 1560 



1561 AAAAAAAAAAAAA 1573 





Figure 2 
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Decoration 'Decoration #1' : Box resic3ues tiiat match the consensus named 'Consensus #2' 
exactly. 



Decoration 'Decoration #2' : Shade (with solid black) residues that match the conssisus named 
'Conssisus #1' exactly. 
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